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MAKING ACCESSIBLE
BIOINFORMATICS/COMPUTATIONAL

BIOLOGY TOOLS

BioThings Explorer (BTE)
APIs

BioGPS
Wikidata

Citizen science
Transcriptomic atlases
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BioThings Explorer allows users to query a vast amount of
biological and chemical databases in a central place by

calling APIs which distribute these data on the fly.



Example web interface



Making a tool to show
connections between

biological entities using BTE API

I .E .  IMATINIB AND
CHRONIC

MYELOGENOUS
LEUKEMIA



Assigned Tasks

f ind top 10 implicated
pathways in l i terature

 
Color nodes based on

type
 

Adjust l ine thickness
based on how many
times it  was found in

api query



THE PROCESS

Learning to
code in Python

Querying
databases,

manipulating
output, sorting,

ranking, coloring

Cleaning up
code and

adding
variables



TOOLS





Paths didn't have class data
Some nodes didn't have any data
Original networkx too clunky

Some problems:
1.
2.
3.



 
Integrate into BioThings Explorer

Add path labels
Clickable nodes

NEXT STEPS
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